Dr. sci. Dunja Rukavina, redovni profesor, oblast “Temeljne nauke veterinarske medicine”,
Univerzitet u Sarajevu -Veterinarski fakultet, predsjednik Komisije

Dr. sci. Atifa Ajanovi¢, redovni profesor, oblast “Temeljne nauke veterinarske medicine”,
Univerzitet u Sarajevu -Veterinarski fakultet, clan Komisije

Dr. sci. Faruk Tandir, vanredni profesor, oblast “Temeljne nauke veterinarske medicine”,

Univerzitet u Sarajevu - Veterinarski fakultet, ¢lan Komisije

VIJECU VETERINARSKOG FAKULTETA
UNIVERZITETA U SARAJEVU

Predmet: Izvjestaj Komisije za pripremu prijedloga za izbor saradnika u nau¢nonastavno
zvanje VISI ASISTENT za oblast “Temeljne nauke veterinarske medicine” na Univerzitetu u

Sarajevu - Veterinarskom fakultetu

Na osnovu ¢lana 69. stav (1) tacka f), 123. 1 176. Zakona o visokom obrazovanju (“SluZzbene novine
Kantona Sarajevo”, br: 36/22) i ¢lana 111. stav (1) tatka i), a u vezi sa ¢lanom 37. stav (1) tacka h) i
¢l. 236.1257. Statuta Univerziteta u Sarajevu, a uz predhodno pribavljene pisane saglasnosti svakog
predlozenog ¢lana Komisije, Vije¢e Fakulteta na svojoj 6. vanrednoj sjednici odrzanoj 06.06.2024.
godine donijelo je Odluku br.: 02-16-141-10/24 kojom smo imenovani u Komisiju za pripremu
prijedloga za izbor saradnika u nauénonastavno zvanje VISI ASISTENT za Oblast “Temeljne nauke

veterinarske medicine” na Univerzitetu u Sarajevu — Veterinarskom fakultetu.

Na osnovu uvida u dostavljenu dokumentaciju Komisija podnosi sljedeéi

IZVIJESTAJ

Na raspisani Konkurs objavljen u dnevnom listu “Dnevni avaz”, na internet stranici Fakulteta i

internet stranici Univerziteta u Sarajevu dana 07. 05. 2024. godine za izbor akademskog osoblja u



nau¢nonastavno zvanje VISI ASISTENT za oblast “Temeljne nauke veterinarske medicine” prijavila
se MA Sejla Goletié, asistentica Univerziteta u Sarajevu - Veterinarskog fakulteta, kao jedini kandidat.
Uz prijavu na Konkurs, MA Sejla Goletié je prilozila svu konkursom traZenu dokumentaciju. Uz
dokumentaciju posjedujemo i Potvrdu Sluzbe za pravne i personalne poslove Univerziteta u Sarajevu
- Veterinarskog fakulteta, broj: 02-16-141-7/24, od 24. 05. 2024. godine, da je prijava MA Sejle
Goleti¢ za izbor u zvanje viSi asistent za oblast “Temeljne nauke veterinarske medicine”

blagovremena (dostavljena 17. 05. 2024. godine).

L. BIOGRAFIJA I OPCI RADNI PODACI KANDIDATA

Ime i prezime: Sejla Goleti¢

Adresa: g |
Zmaja od Bosne 90. (posao)

Telefon:
¢
033/729-100 lok. 157

Fax: 033/617-850

E-mail: sejla.goletic@vfs.unsa.ba /

sejla.goletic@gmail.com

Datum rodenja:

Mjesto rodenja:

Drzavljanstvo:
Strani jezici: Engleski jezik, Njemacki jezik
Digitalne vjeStine: Izvrsno poznavanje i koriStenje Microsoft

Office-a, Sony Vegas-a, Adobe Photoshop
C83, PAST3 i sli¢nih softvera.

Google Scholar Citation: https://scholar.google.com/citations?hl=en&user=ORoqW_8S8AAAAJ
ORCID: https://orcid.org/0000-0001-6161-0185




EDUKACIJAT OBUKE

11/2019-Nadalje

06/12/2023-07/12/2023

09/10/2023-13/10/2023

17/04/2023-21/04/2023

27/03/2023-31/03/2023

21/11/2022-25/11/2022

19/09/2022-20/09/2022

Doktorski studij (tre¢i ciklus studija): “Veterinarska medicina i javno
zdravstvo”, Veterinarski fakultet Univerziteta u Sarajevu, Bosna i
Hercegovina

Best practice EURGen-RefLabCap workshop focused on Nanopore
sequencing*

Organizator: EURGen-RefLabCap 1 Technical University of Denmark (DTU)
Mjesto odrzavanja: DTU, Copenhagen, Danska

»Regional Training Course on Capturing Wildlife Animals and Collecting
Samples®

TAEA Technical Co-operation Project TN-RERS5027: , Enhancing
Preparedness Capacities of the Veterinary Sector to Confront With Emerging
and Re-emerging Diseases of Livestock and Wildlife*

Organizator: IAEA
Mjesto odrzavanja: Kraljevo, Srbija

Workshop ,,Metagenomics for rapid viral surveillance®
Organizator: MediLabSecure project i Institut Pasteur.
Mjesto odrzavanja: Institut Pasteur, Pariz, Francuska.

..Regional Workshop on the Biology and Epidemiology of the Most Important
Wildlife Species, Potential Carriers of Infectious Animal and Zoonotic
Diseases®

IAEA Technical Co-operation Project TN-RERS5027: ,,Enhancing
Preparedness Capacities of the Veterinary Sector to Confront With Emerging
and Re-emerging Diseases of Livestock and Wildlife*

Organizator: [AEA
Mjesto odrzavanja: Nikozija, Kipar

»~Regional Training Course on Next Generation Sequencing (NGS) using
[llumina Platform®

TAEA Technical Co-operation Project TN-RERS5027: ,,Enhancing
Preparedness Capacities of the Veterinary Sector to Confront With Emerging
and Re-emerging Diseases of Livestock and Wildlife®

Organizator: IAEA i Elixir Slovenija
Mjesto odrZavanja: Nacionalni Veterinarski Institut, Maribor, Slovenija

,»Sub-regional Training for Hantavirus Laboratory Diagnostics in the Western
Balkans*

Organizator: WHO Regional Office for Europe i Nacionalni institut za javno
Zdravlje (National Institute for Public Health and the Environment (RIVM))
Nizozemske



26/04/2022-29/04/2022

24/01/2022-18/02/2022

13/12/2021-16/12/2021

13/09/2021-17/09/2021

9/2018-9/2019

9/2014-9/2018

12/11/2018-23/11/2018

6/10/2018

27/7/2018-6/8/2018

Mjesto odrzavanja: Laboratorija za molekularnu detekciju u okviru Centra
za javno zdravlje u Beranima, Crna Gora

Workshop .,Diagnosis of Crimean-Congo Hemorrhagic Fever Virus
(CCHFV)*

Organizator: Animal Virology working group (WP2) of the MediLabSecure
project.

Mjesto odrZavanja: Animal Health Research Centre (CISA-INIA, CSIC),
Madrid, Spanija

TRAIN program
Organizator: Univerzitet u Sarajevu

Mjesto odrZavanja: Centar za interdisciplinarne studije (CIS), Kampus
Univerziteta u Sarajevu

., Virtual Event - Regional Training On The Advanced Molecular Techniques
For Characterization And Phylogenetic Analysis Of Bacterial Pathogens®
IAEA Regional Technical Co-operation Project RER/5/025: “Improving
Early Detection and Rapid Response to Potential Outbreaks of Priority
Animal and Zoonotic Diseases”

2nd Congress of Geneticists in Bosnia and Herzegovina with International
Participation

Organizator: GENuBiH (Genetic Association of Bosnia and Herzegovina),
Sarajevo, Bosna 1 Hercegovina

Master studij (drugi ciklus studija): smjer Genetika, odsjek za Biologiju
Prirodno-matematickog Fakulteta Univerziteta u Sarajevu, Bosna i
Hercegovina

Dodiplomski studij (prvi ciklus studija): smjer Genetika, odsjek za Biologiju
Prirodno-matematickog Fakulteta Univerziteta u Sarajevu, Bosna i
Hercegovina

“Regional Training Course on Advanced Techniques for Detection and
Differentiation of Priority Vector Borne Diseases in Animals and Animal Vectors”

TAEA technical cooperation project RER5023 “Enhancing National Capabilities for
Early and Rapid Detection of Priority Vector Borne Diseases of Animals (Including
Zoonoses) by Means of Molecular Diagnostic Tools”

Organizator: Veterinarski Fakultet, Sarajevo (Bosna 1 Hercegovina)
“Young Life Science in Europe 2018

Organizatori: Young European Biologists, Univerzitet u Ancali, Madrid (Spanija);
UdruZenje Studenata Biologije, Prirodno-matematicki Fakultet, Sarajevo (Bosna i
Hercegovina)

VI Internacionalni Bioloski Kamp “NP Una i Kozara 2018



31/5/2018-1/6/2018

24/11/2017-26/11/2017

28/7/2017-3/8/2017

28/10/2016-30/10/2016

2/8/2016-8/8/2016

RADNO ISKUSTVO
1/4/2024 — 12/4/2024

1/10/2020-Nadalje

Organizator: UdruZenje Studenata Biologije, Prirodno-matemati¢ki Fakultet,
Sarajevo (Bosna i Hercegovina)

vvvvv

Balkanu”

Organizator: Centar za kr$ i speleologiju, Sarajevo (Bosna i Hercegovina)

EkoBioMorfa 2017 - Konferencija studenata biologije, ekologije i zaStite
Zivotne sredine

Organizator: Departman za biologiju 1 ekologiju, PMF, UNS, Novi Sad (Republika
Srbija)

VII Internacionalni Bioloski Kamp “Rujiste 2017”

Organizator: UdruZenje Studenata Biologije, Prirodno-matematicki Fakultet,
Sarajevo (Bosna i Hercegovina)

Susret Speleologa BiH

Oganizator: Centar za Kr$ i Speleologiju

VI Internacionalni Bioloski Kamp “Stolac 2016”

Organizator: UdruZenje Studenata Biologije, Prirodno-matemati¢ki Fakultet,
Sarajevo (Bosna i Hercegovina)

Pozvani predava¢ — ekspert na projektu: Enhancing Zoonotic Pathogen
Detection and Analysis through NGS and Bioinformatics: A Two-Week
Training Program.

Sufinansijeri: MediLabSecure Network.

Mjesto odrzavanja: Naucni institut za veterinarstvo, Beograd, Republika
Srbija.

Voditelj projekta: prof.dr. Vesna Mili¢evié

Asistent za oblast Temeljne nauke veterinarske medicine

Odluka o izboru u zvanje asistenta broj: 01-21-4/20, datum: 30.09.2020.
Katedra za biologiju, Univerzitet u Sarajevu - Veterinarski fakultet,
Sarajevo (Bosna i Hercegovina).

Vrsenje funkcije asistenta u cilju angaZovanja u nau¢no-nastavnom
procesu u cilju izvodenja vjezbi, pruZanja stru¢ne pomoci i organiziranja
vjezbi na Katedri za biologiju; realizator - Katedra za biologiju,
Veterinarski fakultet Univerziteta u Sarajevu.

Organiziranje 1 izvodenje vjezbi, te pruZanje struéne pomoéi na
predmetima ,,Biologija u veterinarskoj medicini “ i ,.Molekularna
biologija i biotehnologija “.



4/2020-Nadalje Obavljanje poslova laboratorijske dijagnostike na koronavirus (COVID-

18/11/2019-1/10/2019

15/10/2018-14/10/2019

2009.

19)

Student-demonstrator na Katedri za biologiju.

Odluka o imenovanju studenta-demostratora broj: 04-01-836-3/20;
datum: 18.11.2019.

Katedra za biologiju, Univerzitet u Sarajevu - Veterinarski fakultet,
Sarajevo (Bosna i Hercegovina).

VrSenje funkcije studenta-demonstratora u cilju angazovanja u nau¢no-
nastavnom procesu u cilju izvodenja vjeZbi, pruZzanja struéne pomodi i
organiziranja vjezbi na Katedri za biologiju; realizator - Katedra za
biologiju, Veterinarski fakultet Univerziteta u Sarajevu.

Organiziranje 1 izvodenje vjezbi, te pruZanje struéne pomoéi na
predmetima ,,Biologija u veterinarskoj medicini “ 1 ,,Molekularna
biologija i biotehnologija “.

Stru¢no osposobljavanje za samostalan rad na Katedri za Biologiju.
Ugovor o struénom osposobljavanju broj: 02-12-614-3/18; datum:
15.10.2018.

Katedra za biologiju, Univerzitet u Sarajevu - Veterinarski fakultet,
Sarajevo (Bosna i Hercegovina).

Struno osposobljavanje za samostalan rad na organizacionoj jedinici
Zavod za morfologiju - Katedra za biologiju; realizator - Katedra za
biologiju, Veterinarski fakultet Univerziteta u Sarajevu.

Sticanje znanja iz oblasti Temeljne nauke veterinarske medicine.
Samostalan rad na Katedri za biologiju.

DTP Studentskog vodi¢a za Veterinarski Fakultet

Formiranje izgleda i produciranje tipografije (DTP) za Studentski vodid
Veterinarskog Fakulteta.

PUBLIKACIJE, PROJEKTI I UCESCE NA MEPUNARODNIM NAUCNIM SKUPOVIMA

19 objavljenih nauénih i struénih radova.
Jedan objavljen udzbenik/knjigu i jedno poglavlje u knjizi
Clan projektnog tima est projekata.

Aktivni u€esnik nau¢nih i struénih skupova u zemlji i inostranstvu.

POZNAVANJE STRANIH JEZIKA

STRANI JEZICI 7 Razunn'jevanj e Govor PISANJE
SluSanje . (Vjitanjel Dijalog Izgovor
Engleski Cl1 C1 Cl C1 Cl1

Njemacki A2 B1 A2 A2 A2




IL. NASTAVNO- PEDAGOSKI RAD

MA Sejla Goleti¢ ima SestogodiSnje iskustvo rada s studentima. Kandidatkinja zapocinje svoj
nastavno-pedagoski rad na Univerzitetu u Sarajevu-Veterinarskom fakultetu 2020. godine, kada je
izabrana u zvanje asistenta za oblast ,,Temeljne nauke veterinarske medicine®. Ve¢ od samog podetka
svoga rada na Katedri za temeljne nauke veterinarske medicine, prvo kao demonstratorica (dvije
godine), a potom u zvanju asistentice, kandidatkinja je veoma odgovorno, savjesno i uspjesno
ucestvovala u pripremi i realizaciji nastavnog procesa za predmete "Biologija u veterinarskoj
medicini" i "Molekularna biologija i biotehnologija". U toku svoga rada uspje$no obavlja prakti¢nu
nastavu i stjece veliko iskustvo. Prakti¢nu nastavu uvijek nastoji dopuniti novim nauénim i struénim
saznanjima iz domace i strane literature, kao i savremenim metodama, unoseéi tako nova saznanja i
¢ineéi prakti¢nu nastavu razumljivijom i interesantnijom. Odlikuje se primjernom li¢nom disciplinom
koju uspjeSno prenosi na studente. Odli¢no poznavanje stranog jezika omogucava kandidatkinji
pracenje najnovijih nauénih saznanja iz svoje oblasti, primjenjive za studente veterinarske medicine,
koje putem savremenih informatickih sistema uspje$no aplicira u toku izvodenja nastavnog procesa i
prenosi studentima. Dobra komunikacija i saradnja sa studentima svrstava je u red saradnika koju
studenti cijene kao dobrog pedagoga, struénjaka i ¢ovjeka, a $to su pokazale i studentske ankete
provedene akademske 2021/2022. godine (ocjena 4,91 "Biologija u veterinarskoj medicini"; 4,86
"Molekularna biologija i biotehnologija"), 2022/2023. godine (ocjena 4,79 "Biologija u veterinarskoj
medicini"; 4,97 "Molekularna biologija i biotehnologija") i akademske 2023/2024 (ocjena 4,92
"Biologija u veterinarskoj medicini"), kao i Zahvalnica upuéena od strane Asocijacije studenata
Veterinarskog fakulteta za najbolju asistenticu na prvoj godini studija za akademsku 2021/2022.
godinu. Sve naprijed navedeno opravdava opée misljenje o ozbiljnosti i visokom ugledu $to ih je

kandidatkinja kao saradnik stekla medu studentima i kolegama Fakulteta.

ANGAZMAN U NASTAVI

Integrirani studij
Asistent na predmetima:
Biologija u veterinarskoj medicini
Molekularna biologija i biotehnologija
Tre¢i ciklus
Ucesnik u prakti¢nom dijelu nastave iz predmeta:

Molekularne metode u dijagnostici nasljednih bolesti



IIL. NAUCNO-ISTRAZIVACKI I PUBLICISTICKI RAD

Nauéno-istrazivacki rad MA Sejle Goleti¢ usmjeren je u vise zna¢ajnih podruja iz nauénih i struénih
oblasti u veterinarskoj medicini. Kandidatkinja je do sada objavila 19 nau¢nih i stru¢nih publikacija.
Od ukupno 19 radova, 16 radova su publikovani nau¢ni radovi u ¢asopisima koje prate relevantne
baze podataka (SCI, SCOPUS, CAB Internacional i druge), a tri rada su u Knjigama izvoda sa nau¢nih
konferencija. MA Sejla Goleti¢ je koautor jednog univerzitetskog udzbenika/knjige i jednog poglavlja
u knjizi. U okviru nauno-istrazivackih aktivnost kandidatkinja je ucestvovala i uCestvuje u Sest
naucno-istrazivackih projekata. Posjeduje brojne struéne vjestine kao Sto su: pisanje, korekcija i
prevod materijala vezanog za polje biologije, posebno genetike i molekularne biologije; korektno
pisanje naucnih radova; sposobnost samostalnog rada u laboratoriji i pravilno koristenje asepti¢ne
tehnike laboratorijskog pribora i ma$ina, te pravilan rad sa delijskim kulturama; sposobnost
samostalnog izvodenja i interpretacije rezultata molekularno-dijagnosti¢kih testova na bazi RT-PCR.

Dobitnica je nagrade Univerziteta u Sarajevu za rezultate nau¢nog/umjetni¢kog rada u 2022 godini.

Prilozeni radovi objavljeni u WOS-ESCI, SCOPUS i drugim bazama

Naida Kapo, Jasmin Omeragi¢, Sejla Goleti¢, Emina Sabi¢, Adis Softi¢, Ahmed Smajlovi¢, Indira
Mujezinovié, Vedad Skapur and Teufik Goleti¢ (2024): First Report of Benzimidazole Resistance in
Field Population of Haemonchus contortus from Sheep, Goats and Cattle in Bosnia and Herzegovina.
Pathogens, 13, 77. https://doi.org/10.3390/pathogens13010077. (Q2 u oblastima Molecular biology,
Infectious diseases i Microbiology, IF = 3.7 (2022.)).

Abstract:

Haemonchus contortus is a globally significant parasitic nematode in ruminants, with widespread
resistance to benzimidazole due to its excessive and prolonged use. Given the extensive use of
benzimidazole anthelmintics in Bosnia and Herzegovina, we hypothesized that resistance is prevalent.
The aim of this study was to identify the presence of anthelmintic resistance to benzimidazole in H.
contortus from naturally infected sheep, goats and cattle in Bosnia and Herzegovina through the
detection of the Phe/Tyr polymorphism in the amino acid at position 200 of the B-tubulin protein.
From 19 locations in Bosnia and Herzegovina, a total of 83 adult H. contortus were collected from
the abomasum of ruminants. Among these, 45 H. contortus specimens were isolated from sheep, 19
from goats and 19 from cattle. Results showed that 77.8% of H. contortus in sheep exhibited
homozygous resistant genotypes at position 200 of the B-tubulin gene, with 15.5% being
heterozygous. In goats, all tested H. contortus (100%) were homozygous resistant, and no
heterozygous resistant or homozygous sensitive genotypes were found. Cattle had 94.7%

homozygous resistant H. contortus, with no heterozygous resistant genotypes detected. In H.



contortus from sheep and cattle, 6.7% and 5.3%, respectively, displayed homozygous sensitive
genotypes. This study, for the first time, highlights the presence of a resistant population of H.
contortus in sheep, goats and cattle in Bosnia and Herzegovina, using the rt-gPCR method. The
resistance likely spread from sheep or goats to cattle, facilitated by shared pastures and the practice

of transhumance, indicating a widespread and growing issue of anthelmintic resistance.

Jasmin Omeragié, Naida Kapo, Vedad Skapur, Adis Softi¢, Sejla Goleti¢, Ermin Salji¢, Teufik
Goleti¢ (2024): Parasites in wildlife in the Federation of Bosnia and Herzegovina. Mac Vet Rev., 47
(1): 71-79. https://doi.org/10.2478/macvetrev-2024-0017 (Q4 u oblasti Veterinary (miscellaneous),
IF = 0.4 (2022.)).

Abstract:

Parasitic diseases of wild animals represent an important area of research. In addition to the
significant impact onwildlife health and fitness, many parasitic diseases have zoonotic implications.
Due to limited scientific information, this research aimed to investigate parasitic diseases in wildlife
in Bosnia and Herzegovina (B&H), focusing on the Federationof Bosnia and Herzegovina (FB&H),
emphasizing zoonotic species. In the period from April 2020 to November 2022, we conducted
research on 9 wildlife species. We analyzed fecal samples to detect and identify diagnostic stages
(eggs, larvae, cysts, and oocysts) of various animal endoparasites using coprological methods, such
as sedimentation, flotation, and the Baermann technique. The MERIFLUOR®
Cryptosporidium/Giardia test was also used for the detection of Cryprosporidium

oocysts and Giardia cysts. In the case of red foxes, intestinal samples were examined using the
intestinal scraping technique to detect adult helminths. All collected muscle samples were subjected
to the artificial digestion method for Trichinella detection. From 1,278 samples, 70.9% were positive.
Parasitic infections were contirmed in 15.9% (11/69) of bears; 83.7% (262/313) of red foxes; 67.6%
(44/65) of wolves; 25% (1/4) of wildcats; 20% (1/5) of badger; 43.7% (7/16) of martens; 39.7%
(76/191) of wild boars; 84.5% (350/414) of deer, and 77.1% (155/201) of hares. The finding of
zoonotic parasites (Toxocara canis, Uncinaria spp., Trichinella spp., Echinococcus spp. etc.) is
particularly important due to their potential detrimental effects on human health, which highlights the

need for further investigations.

Bojan Adzic, Sejla Goletic, Nikola Pejovic, Andrej Vizi, Nikita Yolshin (2024): First Case of Highly
Patogenic Avian Influenza H5N1 in Montenegro. Acta Veterinaria-Beograd, 74 (1): 145-158. DOI:

http://dx.doi.org/10.2478/acve-2024-0011. Q3 u oblasti Veterinary (miscellaneous), IF = 0.6 (2022.)).
Abstract:




Avian influenza, commonly known as bird flu, is a highly infectious viral disease that affects birds,
including wild water birds and poultry. The emergence and spread of highly pathogenic avian
influenza (HPAI) strains, such as H5N1, have raised concerns due to their potential to cause severe
outbreaks and cross the species barrier, leading to human infections and global public health
emergencies. In this study, we report the first case of HPAI H5N1 detection in Montenegro. Twenty-
six carcasses of dalmatian pelicans were found in Skadar Lake, Montenegro, and the H5N1 subtype
was confirmed through molecular testing in the samples from pelicans. The whole influenza genome

was sequenced and belonging to clade 2.3.4.4b was determined.

Jasmin Omeragi¢, Naida Kapo, Vedad gkapur, Cazim Crnkié, Sejla Goleti¢, Adis Softi¢ and Teufik
Goleti¢ (2024): Diversity of Trichinella species in carnivores from Bosnia and Herzegovina. BMC
Veterinary Research, 20:117. https://doi.org/10.1186/s12917-024-03964-6 (Q1 u oblasti Veterinary
(miscellaneous), IF = 2.6 (2022.)).

Abstract:

Background In Bosnia and Herzegovina, domestic and wild carnivores represent a significant driver
for the transmission and ecology of zoonotic pathogens, especially those of parasitic aetiology.
Nevertheless, there is no systematic research of Trichinella species in animals that have been
conducted in Bosnia and Herzegovina, even though trichinellosis is considered the most important
parasitic zoonosis. The available results of the few studies carried out in Bosnia and Herzegovina are
mainly related to the confirmation of parasitic larvae in the musculature of domestic pigs and wild
boars or data related to trichinellosis in humans. The objective of our study was to present the findings
of a comprehensive investigation into the species composition of Trichinella among 11 carnivorous
species within the territory of Bosnia and Herzegovina, as follows: red fox (Vulpes vulpes), grey wolf
(Canis lupus), brown bear (Ursus arctos), wildcat (Felis silvestris), pine marten (Martes martes),
European badger (Meles meles), weasel (Mustela nivalis), European polecat (Mustela putorius),

Eurasian lynx (Lynx lynx), but also dog (Canis lupus familiaris) and cat (Felis catus).

Results In the period 2013-2023, carnivore musculature samples (n = 629), each consisting of 10 g
of muscle tissue, were taken post-mortem and individually examined using the artificial digestion
method. In the positive samples (n = 128), molecular genotyping and identification of parasitic larvae
of Trichinella spp. were performed using a PCR-based technique up to the species/genotype level.
Positive samples were used for basic PCR detection of the genus Trichinella (rmS 1t-PCR technique)
and genotyping (rrnl-EVS rt-PCR technique). The Trichinella infection was documented for the first
time in Bosnia and Herzegovina among red foxes, grey wolves, brown bears, dogs, badgers and

Eurasian lynx, with a frequency rate of 20.3%. Additionally, the presence of T, britovi infection was



newly confirmed in Bosnia and Herzegovina, marking the initial documented cases. Furthermore,
both 7. britovi and I pseudospiralis infections were observed in the wildcat population, whereas T,
britovi and T spiralis infections were detected in pine martens. Consistent with previous research,
our findings align particularly regarding carnivores, with data from other countries such as Germany,
Finland, Romania, Poland and Spain, where 7. britovi exhibits a wider distribution (62.5-100%)
compared to 7. spiralis (0.0-37.5%). T. britovi is more common among sylvatic carnivores (89.0%),
while T. spiralis prevails in wild boars (62.0%), domestic swine (82.0%) and rodents (75.0%).

Conclusion The results of our study represent the first molecular identification of species of the genus
Trichinella in Bosnia and Herzegovina. Additionally, our findings underscore the necessity for
targeted epidemiological studies to thoroughly assess trichinellosis prevalence across diverse animal

populations. Considering the relatively high

Sejla Goletic, Teufik Goletic, Jasmin Omeragic, Jovana Supic, Naida Kapo, Melisa Nicevic, Vedad
Skapur, Dunja Rukavina, Zinka Maksimovic, Adis Softic and Amer Alic (2023): Metagenomic
Sequencing of Lloviu Virus from Dead Schreiber’s Bats in Bosnia and Herzegovina. Microorganisms,
1T (2892): 1-10.  https://doi.org/10.3390/microorganisms11122892 (Q2 u  oblastima
Microbiology/Virology, IF = 4.5 (2022.)).

Abstract:

Bats are a natural host for a number of viruses, many of which are zoonotic and thus present a threat
to human health. RNA viruses of the family Filoviridae, many of which cause disease in humans,
have been associated with specific bat hosts. Lloviu virus is a Filovirus which has been connected to
mass mortality events in Miniopterus schreibersii colonies in Spain and Hungary, and some studies
have indicated its immense zoonotic potential. A die-off has been recorded among Miniopterus
schreibersii in eastern Bosnia and Herzegovina for the first time, prompting the investigation to
determine the causative agent. Bat carcasses were collected and subjected to pathological examination,
after which the lung samples with notable histopathological changes, lung samples with no changes
and guano were analyzed using metagenomic sequencing and RT-PCR. A partial Lloviu virus genome
was sequenced from lung samples with histopathological changes and found to be closely related to
Hungarian and Italian virus sequences. Further accumulation of mutations on the GP gene, coding
the glycoprotein responsible for cell tropism and host preference, enhances the need for further

characterization and monitoring of this virus to prevent spillover events and protect human health.

Sejla Goletic, Adis Softic, Jasmin Omeragic, Amira Koro-Spahic, Naida Kapo, Emina Sabic, Dragan
Kasagic and Teufik Goletic (2023): Molecular characterization and phylogenetic analysis of highly
pathogenic H5N1 clade 2.3.4.4b virus in Bosnia and Herzegovina. Front. Vet. Sci. 10:1255213. doi:



https://doi.org/10.3389/fvets.2023.1255213. (Q1 u oblasti Veterinary (miscellaneous), IF = 3.2
(2022.)).
Abstract

Influenza A virus continues to represent a growing problem affecting mainly birds but with an
increasing number of mammal transmission events reported each year. Nevertheless, molecular
characterization and phylogenetic analysis of influenza A viruses originating from all confirmed cases
have not been systematically performed in all parts of the world. In this study, we investigated a
sample originating from a mute swan that died in November 2021 in the northern part of Bosnia and
Herzegovina with RT-qPCR and whole genome sequencing using ONT MinION. It was diagnosed
as a highly pathogenic Influenza A virus, subtype HSN1 of 2.3.4.4b clade, and phylogenetic analysis
revealed high sequence homology with other European HPAI H5N1 sequences at the time. The
notable detected mutations in HA (N110S and T139P) and NA genes (H155Y), that facilitate the host
specificity shift and enable the resistance to some antiviral drugs respectively, underscore the
necessity of virus evolution surveillance. Therefore, the rapid dissemination of information, including
virological and molecular data, is essential for the introduction of tailored prevention measures for

infected animals, providing clearer insight and better awareness of a potential public health threat.

Sejla Goletic, Teufik Goletic, Adis Softic, Amir Zahirovic, Dunja Rukavina, Aida Kavazovic,
Jasmin Omeragic, Sekib Umihanic and Mirsada Hukic (2022): The Evidence of SARS-CoV-2
Human-to-Pets Transmission in Household Settings in Bosnia and Herzegovina. Front. Genet., 13,
1-6. doi: https://doi.org/10.3389/fgene.2022.839205. (Q2 u oblasti Genetics, IF = 3.7 (2022.)).
Abstract:

The infection with SARS-CoV-2 virus in cats and dogs raised issue of human-to-animal transmission
of SARS-CoV-2 in domestic pets in close contacts with their owners. Our study was designed to
research this in the framework of Bosnia and Herzegovina. Using ELISA, AFIAS fluorescent
immunoassay, RT-qPCR and WGS on Nanopore MinION platform with ARTIC Network Amplicon
sequencing protocol for SARS-CoV-2, we showed that three out of thirteen dogs and one out of five
cats from the households with confirmed human cases of COVID-19 in Bosnia-Herzegovina were
infected with SARS-CoV-2. The high viral RNA load was detected in samples collected from a 4-
year old male Havanese (Ct = 12.52), a 6-year-old German Shepherd (Ct = 21.36) and a 9-year old
female American Staffordshire terrier (Ct = 25.74). The antibody response in dogs and one cat was
observed. The viral genetic sequences from dogs were identical to the sequences detected in the

owners suggesting the human-to-animal transmission of the virus. These findings, especially the low



initial Ct values detected, from the public health perspective additionally stress the need for

precautionary measures to protect both humans and animals.

Lejla Satrovic, Adis Softic, Almedina Zuko, Aida Kustura, Amira Koro, Sejla Goletic, Edin Satrovic,
Francisco Llorente, Elisa Pérez-Ramirez, Jasmin Omeragic, Jasna Salkic, Amer Alic, Miguel Angel
Jiménez-Clavero, Teufik Goletic (2022): First evidence of Crimean-Congo haemorrhagic fever virus
circulation in Bosnia and Herzegovina. Vet Med Sci; 8 1271-1275.doi:
https://doi.org/10.1002%2Fvms3.781. (Q2 u oblasti Veterinary (miscellaneous), IF = 1.7 (2022.)).
Abstract:

Background: Crimean—Congo haemorrhagic fever (CCHF) is a widespread tick-borne zoonosis with
reported detection of virus and/or virus-specific antibodies from over 57 countries across Africa, Asia,
BEurope and the Middle East and is endemic in the Balkans. Detection of Crimean—Congo
Haemorrhagic Fever Virus (CCHFV) antibodies in domestic ruminants has been important in
providing initial evidence of virus circulation and in localising CCHFV high-risk spots for human
infection. Objectives: The present study investigated the possible exposure of sheep to CCHFV in
Bosnia and Herzegovina (B&H). Methods: To investigate the presence of anti-CCHFYV antibodies in
sheep, all sera (n = 176) were tested using multi-species double antigen enzyme-linked
immunosorbent assay (ELISA). Reactive sera were further complementary tested by adapted
commercial indirect immunofluorescence assay (IFA) using FITC-conjugated protein G instead of
anti-human immunoglobulins. Results: CCHFV specific antibodies were detected in 17 (9.66%)
animals using ELISA test. All negative sera were determined as negative by both tests, while 13 out
of 17 ELISA-positive reactors were also determined as unambiguously positive by IFA test. The age
group with the highest proportion of seropositive rectors were the oldest animals. Conclusions: This
is the first report of anti-CCHFV antibodies in sheep from B&H providing the evidence of CCHFV
circulation in the country’s sheep population. So far, these findings indicate the circulation of the
virus in the westernmost region of the Balkans and point to the potential CCHFV spread further out

of this endemic area.

Jasmin Omeragi¢, Teufik Goleti¢, Adis Softi¢ , Sejla Goleti¢, Naida Kapo, Darinka Klari¢ Soldo,
Jovana Supié, Vedad Skapur , Goran Cerkez, Enisa Ademovi¢, Orjana Semren, Amer Ali¢ (2022):
First detection of Echinococcus multilocularis in Bosnia and Herzegovina. International Journal for
Parasitology: Parasites and Wildlife, 19, 269-272. https://doi.org/10.1016/j.ijppaw.2022.11.005.
(Q1 u oblasti Animal Science and Zoology), IF = 1.8).

Abstract:



Echinococcus multilocularis has been spreading through Central Eastern Europe but has not yet been
reported in Bosnia and Herzegovina (B&H). Recently, this parasite is confirmed in Croatia suggesting
the movement of the parasite’s distribution limit further south. Given that there is no surveillance or
monitoring system for echinococcosis in B&H, our study was designed as a pilot study of E.
multilocularis. A total of 57 red foxes originating from 24 localities all over the country were collected
during the routine rabies monitoring, autopsied and examined for the presence of echinococcosis.
Based on intestinal scraping technique and microscopy, E. multilocularis adult worms have been
detected in one (1/57, 1.75%) red fox. To verify this finding and to differentiate Echinococcus spp.,
DNA extracted from adult worms was subjected to species-specific PCR targeting part of the
mitochondrial 12S ribosomal RNA gene. E. multilocularis PCR-positive samples were further
confirmed by NGS sequencing of a 203 bp amplified fragment of 12S rRNA, which has been
deposited in GenBank (Accession no.: OP047920). This finding represents the first detection of E.
multilocularis in B&H, strongly suggesting its presence in the country. The confirmation of the
parasite in the same locality where migrants/refugees temporarily stay on their route to Western
Europe highlights the need for a One Health approach in addressing all future questions. Moreover,
the first detection of E. multilocularis in B&H warrants the need for the implementation of an

appropriate state surveillance program.

Teufik Goletic, Lejla Satrovic, Adis Softic, Jasmin Omeragic, Sejla Goletic, Darinka Klaric Soldo,
Amira Koro Spahic, Almedina Zuko, Edin Satrovic, Amer Alic (2022): Serologic and molecular
evidence for circulation of Crimean-Congo hemorrhagic fever virus in ticks and cattle in Bosnia and
Herzegovina. Ticks and Tick-borne Diseases 13,1 02004.
https://doi.org/10.1016/j.ttbdis.2022.102004. (Q1 u oblasti Infection Diseases IF = 3.2).

Abstract:

Crimean-Congo haemorrhagic fever virus is a tick-borne zoonotic agent of the genus Orthonairovirus,
and the causal agent of Crimean-Congo haemorrhagic fever in humans. The study is aimed at
investigating the presence of CCHFV RNA in ticks and cattle in Bosnia and Herzegovina (B&H), as
well as the exposure of cattle to CCHFV in this country. Only one pool of three male Hyalomma
marginatum ticks tested positive for viral RNA (3/760, 0.39%). No viral RNA was detected in 206
bovine blood samples using real-time reverse-transcriptase PCR (RTqPCR). The overall
seroprevalence of CCHFV in the cattle population was estimated as 14.97% (72/481). The results
indicate the presence and the established circulation of CCHFV in B&H. Considering the endemic
character of CCHFV in the Balkans as well as our results, the possibility that CCHFV is endemic in

the territory of Bosnia and Herzegovina is considered to be very high.



Teufik Goletic, Rijad Konjhodzic, Nihad Fejzic, Sejla Goletic, Toni Eterovic, Adis Softic, Aida
Kustura, Lana Salihefendic, Maja Ostojic, Maja Travar, Visnja Mrdjen, Nijaz Tihic, Sead Jazic,
Sanjin Musa, Damir Marjanovic, Mirsada Hukic (2021): Phylogenetic pattern of SARS-CoV-2 from
COVID-19 patients from Bosnia and Herzegovina: Lessons learned to optimize future molecular and
epidemiological  approaches. Bosn J Basic Med Sci, 21(4): 484-487. doi:
https://dx.doi.org/10.17305/bjbms.2020.5381 (Q2 u oblasti Medicine (miscellaneous), IF = 3.4
(2022.)).

Abstract:

This is the first report of molecular and epidemiology findings from Bosnia and Herzegovina related
to ongoing severe acute respiratory syndrome coronavirus 2 epidemic. Whole genome sequence of
four samples from coronavirus disease 2019 (COVID-19) outbreaks was done in two laboratories in
Bosnia and Herzegovina (Veterinary Faculty Sarajevo and Alea Genetic Center). All four BiH
sequences cluster mainly with European ones (Italy, Austria, France, Sweden, Cyprus, and England).
The constructed phylogenetic tree indicates possible multiple independent introduction events. The
data presented contribute to a better understanding of COVID-19 in the current reemergence of the

disease.

Strucni rad

Jasmin Omeragi¢, Naida Kapo, Vedad Skapur, Darinka Klarié¢ Soldo, §ejla Goletié,

Adis Softi¢, Ermin Saljié, Sabina Seri¢-Haracié, Teufik Goleti¢ (2022): ISTRAZIVANJE
PARAZITARNIH OBOLJENJA DIVLJACI NA PODRUCJU FEDERACIE BOSNE I

HERCEGOVINE. Veterinaria, 71, 2: 287-297. doi:
http://dx.doi.org/10.51607/22331360.2022.71.2.287
Sazetak

Podru¢je Bosne i Hercegovine (BiH) karakterizira veliko bogatstvo divlja¢i, ali su neke vrste sve
rjede i ugroZenije, narocito velike zvijeri (medvjed, vuk i ris). Da bi se populacija divljih Zivotinja
oCuvala i razvijala jedan od vaznih aspekata je analiza zdravstvenog stanja divljih Zivotinja. Prema
podacima Svjetske zdravstvene organizacije (World Health Organisation, WHO) 75% novih bolesti
ljudi u zadnjih desetak godina uzrokovano je patogenima koji potjecu od Zivotinja ili od proizvoda
Zivotinjskog porijekla. Divlje Zivotinje su vazan faktor za bolesti ljudi i domacih Zivotinja jer nemaju
granice

u svom kretanju 1 mogu pre¢i velike udaljenosti. Uz virusne i bakterijske bolesti svakako treba

istaknuti i parazitarne bolesti (trihineloza, ehinokokoza, toksoplazmoza i dr.) koje imaju snazan



ckonomski impakt i utjecaj na javno i zdravlje Zivotinja. Cilj je bio istraZiti parazitarna oboljenja
divljaci sa podrucja Federacije Bosne i Hercegovine (FBiH) s akcentom na oluvanje i unaprjedenja
biodiverziteta. U periodu od marta 2021. godine do maja 2022. godine, provedena su istrazivanja
parazita kod 13 vrsta Zivotinja (n=983). U skladu s vaze¢im zakonskim normativima, sakupljeni su
uzorci fecesa na terenu i drugi uzorci od uginulih ili odstrijeljenih Zivotinja prilikom nekropsije.
Standardne parazitoloske i molekularne pretrage provedene su u okviru akreditiranih laboratorija
(BAS EN ISO/IEC 17025:2018), Univerziteta u Sarajevu — Veterinarskog fakulteta. Rezultati
istrazivanja daju relevantne pokazatelje za daljnje kreiranje strategija u cilju unaprjedenja Zivotne
sredine. Takoder, kroz uklju¢ivanje mladih strunjaka i studenata rezultati projekta imali su iznimno
korisne aspekte, prije svega edukativne i nau¢ne, podr7avanjem naucno-istrazivatkog rada i trajne

edukacije.

Rad objavljen na simpozijumu

Teufik Goleti¢, Aida Kustura, Ramiz Cutuk, Amira Koro Spabhic, Sejla Goleti¢, Alma Seho Ali¢,
Amina Jazi¢, llma Terzi¢, Melisa Nicevi¢, Ajla HodZi¢ Bori¢, Emina Sabi¢, Adis Softi¢ (2022): HPAI
in B&H — experiences and future perspective. International Symposium “Avian influenza and West
Nile virus — global treats for emerging and re-emerging diseases. Publisher: Scientific Veterinary

Institute "Novi Sad, 107-112. ISBN 978-86-82871-45-3

UCESCE U ISTRAZIVACKIM PROJEKTIMA

Mladi istraZiva¢ na projektu: Molekularna karakterizacija SARS-CoV-2 genetskih linija utvrdenih u BiH i
in silico predikcija post-translacijskih modifikacija S proteina.

Sufinansijeri: Ministarstvo za obrazovanje, nauku i mlade Kantona Sarajevo i Univerzitet u Sarajevu -
Veterinarski fakultet.

Voditelj projekta: prof.dr. Teufik Goleti¢ (2022/2023)

Mladi istraziva¢ na projektu: IstraZivanje parazita domacih i divljih mesojeda na podru¢ju Federacije Bosne
1 Hercegovine s posebnim osvrtom na zoonoti¢ne vrste.

Sufinansijeri: Ministarstvo za obrazovanje, nauku i mlade Kantona Sarajevo i Univerzitet u Sarajevu -
Veterinarski fakultet.

Voditelj projekta: prof.dr. Jasmin Omeragi¢ (2022/2023)

Mladi istraziva¢ na projektu: Istrazivanje parazitarnih oboljenja divlja¢i na podru¢ju Federacije Bosne i
Hercegovine sa ciljem ofuvanja i unaprjedenja biodiverziteta.

Sufinansijeri: Fond za zastitu okolia Federacije Bosne i Hercegovine i Univerzitet u Sarajevu - Veterinarski
fakultet.

Voditelj projekta: prof.dr. Jasmin Omeragié¢ (2021/2022)

Miadi istraZiva¢ na projektu: COVID-19 virus (SARS-CoV-2) i drugi (beta)koronavirusi u animalnoj



populaciji.

Sufinansijeri: Ministarstvo za obrazovanje, nauku i mlade Kantona Sarajevo i Univerzitet u Sarajevu -
Veterinarski fakultet.

Voditelj projekta: prof.dr. Teufik Goleti¢ (2020/2021)

UtesCe u studentskim istraziva¢kim projektima

INGEB, Sarajevo (Bosna i Hercegovina).

UceSce na projektu: Razvoj barkoding segmenta regionalne baze o biodiverzitetu - REBIDA - ; realizator -
Laboratorija za molekularnu genetiku prirodnih resursa.

Usvajanje razli¢itih molekularno-citogeneti¢kih metoda.

Prakti¢an i samostalan rad u laboratoriji (5/2018-9/2018)

Clan istraZivagkog tima

Interpretacija histopatoloskih uzoraka (5/2015-11/2015)
Istrazivanje biodiverziteta hrskavi¢avih riba u Jadranskom moru.
Disekcija i analiza uginulih jedinki.

Doktorska disertacija

Uspjedno odbranjen prijedlog i projekat teme doktorske disertacije pod naslovom ,,Molekularna
identifikacija vrsta SimiSa (Chiroptera) i odredivanje sastava mikrobioma metagenomskim

sekvencioniranjem uzoraka guana®. Studentica III godine.

PRIJEDLOG SA OBRAZLOZENJEM

Na osnovu analize svih raspoloZivih podataka u priloZenoj dokumetaciji predvidenoj Konkursom,
koju je dostavila MA Sejla Goleti¢, asistentica Univerziteta u Sarajevu - Veterinarsko g fakulteta, kao
jedini kandidat za izbor u zvanje VIST ASISTENT za oblast "Temeljne nauke veterinarske medicine",
te na osnovu kompletnog sagledavanja svih relevantnih podataka o aktivnom nastavnom i
nauc¢noistrazivatkom radu, kao i na osnovu li¢nih saznanja o sveobuhvatnoj aktivnosti, Komisija
konstatuje da je kandidatkinja:
* Uradnom odnosu po osnovu ugovora o radu na odredeno vrijeme sa punim radnim vremenom
na poslovima radnog mjesta asistent za oblast Temeljne nauke veterinarske medicine od 30.

09. 2020. godine 1 danas;

* Pokazala odli¢ne nastavnic¢ke i pedagoike sposobnosti u izvodenju prakti¢ne nastave $to

potvrduju i visoke ocjene anketa, kao i Zahvalnica upucena od strane Asocijacije studenata



Veterinarskog fakulteta za najbolju asistenticu na prvoj godini studija za akademsku
2021/2022. godinu;

* Pokazala nau¢noistrazivacki interes i objavila 16 nau¢nih radova (13 priloZenih) u priznatim
publikacijama koje se nalaze u relevantnim nau¢nim bazama podataka (WoS-ESCI, Scopus i
druge);

* Dobitnica nagrade Univerziteta u Sarajevu za rezultate nau¢nog/umjetnickog rada u 2022.
godini;

» Dobitnica posebnog priznanja “Srebrna znatka” Univerziteta u Sarajevu;

» Kao ¢lan istraZivackog tima udestvovala u Sest domacih istrazivackih projekata;

* Znanja iz nautne oblasti za koju se bira usavrSavala na medunarodnim radionicama i
treninzima;

+ Studentica III godine na III ciklusu studija Univerziteta u Sarajevu — Veterinarskog fakulteta,

sa uspjesno izvr§enim obavezama.

S obzirom na navedene €injenice koje se odnose na rezultate postignute u nastavno-pedagoskom i
nauéno-istraZivatkom radu, Komisija smatra da MA Sejla Goleti¢ ispunjava sve uvjete iz Zakona o
visokom obrazovanju i Statuta Univerziteta u Sarajevu za izbor u zvanje VISI ASISTENT za oblast
"Temeljne nauke veterinarske medicine”, te sa zadovoljstvom predlaZe Vije¢u Veterinarskog fakulteta
Univerziteta u Sarajevu da se MA Sejla Goleti¢ izabere u zvanje VISI ASISTENT za oblast
TEMELJNE NAUKE VETERINARSKE MEDICINE.

Sarajevo, 25. 06. 2024.
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